ABSTRACT. The population structure of the black rockfish, Sebastes inermis (Sebastidae), was estimated using 10 microsatellite loci developed for S. schlegeli on samples of 174 individuals collected from three wild and three hatchery populations in Korea. Reduced genetic variation was detected in hatchery strains [overall number of alleles (N A ) = 8.07; allelic richness (A R ) = 7.37; observed heterozygosity (H O ) = 0.641] compared with the wild samples (overall N A = 8.43; A R = 7.83; H O = 0.670), but the difference was not significant. Genetic differentiation among the populations was significant (overall F ST = 0.0237, P < 0.05). Pairwise F ST tests, neighbor-joining tree, and
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